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Abstract (Resumen de 100-250 palabras)/ Abstract (Laburpena 100-250 hitzetan) 
Introduction: Breast cancer is a heterogeneous disease divided into clinical and molecular 
subtypes with different response to treatment. Previously we demostrated by 
transcriptomic next-generation sequencing that SOSTDC1 (Sclerostin domain containing 
protein 1) gene is differentially expressed in patients responders and non-responders to 
neoadjuvant treatment. SOSTDC1 protein is critical in regulating cell signaling, such as 
bone morphogenetic proteins and Wnt signaling pathways, crucial in cancer. Aims: To 
study SOSTDC1 hypermethylation and its functional role in proliferation and therapeutical 
response in a luminal (MCF-7) and a triple-negative (MDA-MB-231) cell line. Methods: 
Gene hypermethylation was analyzed in breast tumours by pyrosequencing, and SOSTDC1 
expression was assessed by immunohistochemistry in tumours. The functional study was 
performed in cell lines stably transduced by lentivirus. Results: This gene is highly 
methylated in breast cancer cell lines and its overexpression has different functional 
effects in MCF-7 and MDA-MB-231 cells. Conclusions: SOSTDC1 is silenced by 
hypermethylation in breast cancer and could be involved in cell growth and response to 
treatment in breast cancer.  
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